Evaluation of the Diversity in cultivated Lettuce (Lactuca sativa L.),
Contribution of Wild Accessions and Old Varieties
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Introduction Materials and methods

The aim of this study | 500 varieties listed
is to evaluate the In the EU Catalog
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PCA &Trees of representation of the 500 lettuce varieties The genetic structure of the Lactuca sativa

species is principally based on morphotype
Per growth type linked to the growth types.

Nevertheless, some varieties issued from one
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“fsz'
///L. another growth type, are the result of more

ff ;
oA g

ol original selection schemes.

Looselea!;g;
” New allele introduction is principally linked to
s =7 the introgression of diseases resistances often

orermornrsesl T INNS l realized by interspecific crossing: Bremia
ondision o) NS el lactucae races, in constant emergence, still
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resistances in old varieties or wild species (e.qg.
L. serriola or L. saligna...) ; resistance to aphids
(Nasonovia ribisnigri) is introgressed from L.

Per period virosa with L. serriola as bridge-species.
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Conclusion

Nearly all enhancements have targeted traits from agriculture, the creation of varieties having more
the primary gene pool especially for morphological stable resistances seems to go through the genetics
traits in old varieties or populations. The secondary resources.

and tertiary pools have been recently used for Crossing with landraces are a current trend by
diseases resistances traits. breeders which will allow to obtain some new
In a context of sustainable intensification of global morphotypes and perhaps by the way a new

typology.
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